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3 <110> APPLICANT: PAKOLA, STEVE 

4 DE SMET, MARK 

6 <120> TITLE OF INVENTION: PHARMACOLOGICAL VITREOLYSIS 
8 <130> FILE REFERENCE: 113476.122 

10 <140> CURRENT APPLICATION NUMBER: 10/729,475 

11 <141> CURRENT FILING DATE: 2003-12-05 

13 <150> PRIOR APPLICATION NUMBER: GB 0228409.9 

14 <151> PRIOR FILING DATE: 2002-12-06 
16 <160> NUMBER OF SEQ ID NOB: 15 

18 <170> SOFTWARE: Patentin Ver. 3.2 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 38 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Artificial Sequence 

25 <220> FEATURE: 

26 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

27 Primer 

2 9 <400> SEQUENCE: 1 

30 ggggtatctc tcgagaaaag agccccttca tttgattg 38 

33 <210> SEQ ID NO: 2 

34 <211> LENGTH: 38 

35 <212> TYPE: DNA 

36 <213> ORGANISM: Artificial Sequence 

38 <220> FEATURE: 

39 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

40 Primer 

42 <400> SEQUENCE: 2 

43 gtttttgttc tagattaatt atttctcatc actccctc 38 

46 <210> SEQ ID NO: 3 

47 <211> LENGTH: 750 

48 <212> TYPE: DNA 

49 <213> ORGANISM: Homo sapiens 

51 <220> FEATURE: 

52 <221> NAME/KEY: CDS 

53 <222> LOCATION: (1) . . (747) 

55 <400> SEQUENCE: 3 

56 gcc cct tea ttt gat tgt ggg aag cct caa gtg gag cog aag aaa tgt 48 

57 Ala Pro Ser Phe Asp Cys Gly Lys Pro Gin Val Glu Pro Lys Lys Cys 

58 1 5 10 15 

60 cct gga agg gtt gtg ggg ggg tgt gtg gcc cac cca cat tec tgg ccc 96 

61 Pro Gly Arg Val Val Gly Gly Cys Val Ala His Pro His Ser Trp Pro 

62 20 25 30 

64 tgg caa gtc agt ctt aga aca agg ttt gga atg cac ttc tgt gga ggc 144 
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118 245 

121 <210> SEQ ID NO: 4 

122 <211> LENGTH: 249 

123 <212> TYPE: PRT 

124 <213> ORGANISM: Homo sapiens 

126 <400> SEQUENCE: 4 

127 Ala Pro Ser Phe Asp Cys Gly Lys Pro Gin Val Glu Pro Lys Lys Cys 

128 15 10 15 
130 Pro Gly Arg Val Val Gly Gly Cys Val Ala His Pro His Ser Trp Pro 
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177 <210> SEQ ID NO: 5 

178 <211> LENGTH: 47 

179 <212> TYPE: DNA 

180 <213> ORGANISM: Artificial Sequence 

182 <220> FEATURE: 

183 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

184 Primer 

186 <400> SEQUENCE: 5 

187 ggggtatctc tcgagaaaag agcacctccg cctgttgtcc tgcttcc 47 

190 <210> SEQ ID NO: 6 

191 <211> LENGTH: 27 

192 <212> TYPE: DNA 

193 <213> ORGANISM: Artificial Sequence 

195 <220> FEATURE: 

196 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

197 Primer 

199 <400> SEQUENCE: 6 

200 gcagtgggct gcagtcaaca cccactc 27 

203 <210> SEQ ID NO: 7 

204 <211> LENGTH: 1047 
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205 <212> TYPE: DNA 

206 <213> ORGANISM: Homo sapiens 

208 <220> FEATURE: 

209 <221> NAME/KEY: CDS 

210 <222> LOCATION: (1) , , (1044) 
212 <400> SEQUENCE: 7 
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768 



270 Pro Ser Pro Asn Tyr Val Val Ala Asp Arg Thr Glu Cys Phe He Thr 

271 225 230 235 240 

273 ggc tgg gga gaa acc caa ggt act ttt gga get ggc ctt etc aag gaa 

274 Gly Trp Gly Glu Thr Gin Gly Thr Phe Gly Ala Gly Leu Leu Lys Glu 

275 245 250 255 
2 77 gcc cag etc cct gtg att gag aat aaa gtg tgc aat cgc tat gag ttt 816 

278 Ala Gin Leu Pro Val He Glu Asn Lys Val Cys Asn Arg Tyr Glu Phe 

279 260 265 270 

281 etg aat gga aga gtc caa tec acc gaa etc tgt get ggg cat ttg gcc 864 

282 Leu Asn Gly Arg Val Gin Ser Thr Glu Leu Cys Ala Gly His Leu Ala 

283 275 280 285 

285 gga ggc act gae agt tgc cag ggt gae agt gga ggt cet etg gtt tgc 912 

286 Gly Gly Thr Asp Ser Cys Gin Gly Asp Ser Gly Gly Pro Leu Val Cys 

287 290 295 300 

289 tte gag aag gae aaa tac att tta caa gga gtc act tct tgg ggt ctt 960 

290 Phe Glu Lys Asp Lys Tyr He Leu Gin Gly Val Thr Ser Trp Gly Leu 

291 305 310 315 320 

293 ggc tgt gca cgc cec aat aag cet ggt gtc tat gtt egt gtt tea agg 1008 

294 Gly Cys Ala Arg Pro Asn Lys Pro Gly Val Tyr Val Arg Val Ser Arg 

295 325 330 335 

2 97 ttt gtt act tgg att gag gga gtg atg aga aat aat taa 1047 

298 Phe Val Thr Trp He Glu Gly Val Met Arg Asn Asn 

299 340 345 

302 <210> SEQ ID NO: 8 

303 <211> LENGTH: 348 

3 04 <212> TYPE: PRT 

305 <213> ORGANISM: Homo sapiens 

307 <400> SEQUENCE: 8 

308 Ala Pro Pro Pro Val Val Leu Leu Pro Asp Val Glu Thr Pro Ser Glu 

309 1 5 10 15 

311 Glu Asp Cys Met Phe Gly Asn Gly Lys Gly Tyr Arg Gly Lys Arg Ala 

312 20 25 30 

314 Thr Thr Val Thr Gly Thr Pro Cys Gin Asp Trp Ala Ala Gin Glu Pro 

315 35 40 45 

317 His Arg His Ser He Phe Thr Pro Glu Thr Asn Pro Arg Ala Gly Leu 

318 50 55 60 

32 0 Glu Lys Asn Tyr Cys Arg Asn Pro Asp Gly Asp Val Gly Gly Pro Trp 
321 65 70 75 80 

323 Cys Tyr Thr Thr Asn Pro Arg Lys Leu Tyr Asp Tyr Cys Asp Val Pro 

324 85 90 95 

326 Gin Cys Ala Ala Pro Ser Phe Asp Cys Gly Lys Pro Gin Val Glu Pro 

327 100 105 110 

329 Lys Lys Cys Pro Gly Arg Val Val Gly Gly Cys Val Ala His Pro His 

330 115 120 125 

332 Ser Trp Pro Trp Gin Val Ser Leu Arg Thr Arg Phe Gly Met His Phe 

333 130 135 140 

335 Cys Gly Gly Thr Leu He Ser Pro Glu Trp Val Leu Thr Ala Ala His 

336 145 150 155 160 
338 Cys Leu Glu Lys Ser Pro Arg Pro Ser Ser Tyr Lys Val He Leu Gly 
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